Abstract
92
(containing DTT and penicillin-streptomycin) until the content in enteric cavity was completely cleared.
93
2) Turned the intestine inside out and cut it into segments of 1~2 cm. Then put about 5 g segment into one 94 sterile 250 mL Erlenmeyer flask and added150 mL cold chelating agent (1.5 mM KCl, 96 mM NaCl, 27 mM 95 sodium citrate, 8 mM KH 2 PO 4 , 5.6 mM Na 2 HPO 4 , 5 mM EGTA, 5 mM EDTA, 0.5 mM DTT, pH 7.3). Shook 96 the Erlenmeyer flask for 15 min at 150 rpm and 4 ℃ and then discarded the chelating agent. (containing the separated crypts and few villi) every 2 min before adding new chelating agent. After repeating chicken group was added with 0.1 mL heat-treated ileal total bacteria from rabbits, pigs and broilers, 126 respectively. The incubated villi and crypts were collected after 5 h for measuring gene expression. 
131
Finally, RNA was diluted to a final concentration of 500 ng/μL and used to synthesize cDNA by Primer
132
Script RT Reagent Kit (TaKaRa, Dalian, China).
133
The mRNA level of TNF-α, TLR2, TLR3, TLR4 and TLR9 was quantified by Real-134 time quantitative PCR. The assay was carried out via the SYBR Premix Ex Taq kit (TaKaRa, Dalian, China) 135 on the IQ5 (Bio-Rad, Hercules, USA). The reaction system contained 1 μL cDNA, 1 μL each primer (4 μM),
136
10 μL SYBR Premix Ex Taq and 7 μL nuclease free water. Sequences of the primers were shown in Table   137 1. The reaction procedures were referred to Shen et al. (2016) . Finally, the average cycle threshold (Ct) values 138 after normalizing to glyceraldehyde-3-phosphate dehydrogenase (GAPDH) were used for quantification by the 2 −∆∆Ct method. The primers of TLR2, TLR4 and IL10 were designed according to the conserved gene 140 sequences of rabbit in GenBank.
141

Statistical analysis
142
Experimental data were analyzed by one-way ANOVA using SPSS 21.0 (SPSS Inc., Chicago, IL, USA).
143
A probability value of P < 0.05 was considered to be statistically significant and the notable differences 144 between groups were identified by Duncan's multiple comparisons test. accounted for 21.4% of the total bacteria, while that in chicken's belonged to Lactobacillus. An unclassified As presented in Fig.1 , the expression of TLR2, TLR3 and TLR4 in rabbit's crypt was increased by the intestinal total bacteria from chicken and pig (P < 0.05), and chicken's intestinal total bacteria had stronger stimulatory effect on the expression of TLR2 and TLR3 than pig's (P < 0.05). The intestinal bacteria from 176 rabbit induced higher expression of TLR4 than pig's (P < 0.05) and chicken's (P < 0.10), and tended to 177 increase mRNA level of TLR2 (P < 0.10), but didn't affect the expression of TLR3 (P > 0.05) in rabbit's 178 crypt when compared with control. The expression of TLR9 in rabbit's crypt was not affected by the intestinal bacteria of those three animals (P > 0.05). in chicken group and pig group was obviously higher than that in rabbit group and control group (P < 0.01).
196
Furthermore, chicken's intestinal bacteria showed stronger stimulatory effect on the expression of IFN-β 197 than pig's (P < 0.01). 
242
Not as hypothesized, the ileal total bacteria from rabbit didn't induce higher expression of pro- 
294
In conclusion, rabbit's ileal bacteria increased the expression of the two pro-inflammatory cytokines but 
